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Input Set : N:\Crf3\RULE60\10051986.txt 
Output Set: N:\CRF3\02132002\J051986.raw 

SEQUENCE LISTING 
(1) GENERAL INFORMATION: 

(i) APPLICANT: Hillman, Jennifer L. 

Tang, Y. Tom 
Lai, Preeti 
Guegler, Karl J. 
Corley, Neil C. 
Patterson , Chandra 
Batra, Sajeev 
Baughn, Marian R. 
(ii) TITLE OF INVENTION: RAS PROTEINS 
(iii) NUMBER OF SEQUENCES: 14 
(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: INCYTE PHARMACEUTICALS, INC. 
STREET: 3174 Porter Drive 
CITY: Palo Alto 
STATE: CA 



(B) 
(C) 

(D) 
(E) 
(F) 



COUNTRY : US 
ZIP: 94304 
(v) COMPUTER READABLE 

(A) MEDIUM TYPE: 

(B) COMPUTER: 

(C) OPERATING 



FORM: 
Diskette 
IBM Compatible 
SYSTEM: DOS 



(D) SOFTWARE: Word Perfect 6.1/MS-DOS 6.2 
(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: US/10/0 51 , 986 

(B) FILING DATE: 15-Jan-2002 

(C) CLASSIFICATION: 
(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: 08/766,551 

(B) FILING DATE: DECEMBER 12, 1996 
(viii) ATTORNEY/AGENT INFORMATION: 

(A) NAME: Cerrone, Michael C. 

(B) REGISTRATION NUMBER: 39,132 

(C) REFERENCE/DOCKET NUMBER: PF-0168--1 CIP 
(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: 650-855.-0555 

(B) TELEFAX: 650-845-4166 

(C) TELEX: 

(2) INFORMATION FOR SEQ ID NO : 1: 
( i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 259 amino acids 

(B) TYPE: amino acid 
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PATENT APPLICATION: US/10/051, 986 TIME: 19:06:47 
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63 (C) STRANDEDNESS : single 

64 ( D) TOPOLOGY: linear 
6 6 (vii) IMMEDIATE SOURCE: 

67 (A) LIBRARY: KIDNNOT05 

68 (B) CLONE: 627565 

70 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1 : 



7 o 


Met 


Asn 


lie 


Leu 


Aid 


Pro 


V al 


Arg 


A. T*fT 

Arg 


A£>p 


A y rr 

Arg 


V Ct X 


JjC u. 


AT * 
nia 


Glu 


7 "5 










D 










i n 










15 


7 A 


Leu 


Pro 




Cys 


Leu 


Arg 






AT 3 
J. a 


Al 3 


uc u. 


n J- o 


c;i v 

vjj_y 


His 


Lys 


7 c: 




















2 5 










30 


1 O 


Asp 


r ne 


nis 


Pro 


Arg 


Val 


rp Vk y» 
1 J IX 




Ala 
t\ J_ CI 


\_^y o 


\J _L 11 


UlU 


11X2 


Arg 


Thr 


7 7 

/ / 




















* 40 










45 


1 Q 
/ O 


Gly 


Thr 


val 


Cjiy 


rj Vi ^ 

rne 


Lys 


lie 


Ser 


T 

Lys 


Val 


11c 


vai 


val 


vj j_ y 


A on 
no fcs 


7 Q 










OU 




















60 


oU 


Leu 


Ser 


T 7--. "] 

val 


(jiy 
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100 Arg Val Ala Ala Leu Thr Phe Glu Ala Asn Val Leu Ala Glu Leu 

101 215 220 225 

102 Glu Lys Ser Gly Ala Arg Arg He Gly Asp Val Val Arg He Asn 

103 230 235 240 

104 Ser Asp Asp Ser Asn Leu Tyr Leu Thr Ala Ser Lys Lys Lys Pro 

105 245 250 255 

106 Thr Cys Cys Pro 

111 (2) INFORMATION FOR SEQ ID NO : 2: 

113 (i) SEQUENCE CHARACTERISTICS: 

114 (A) LENGTH: 196 amino acids 

115 (B) TYPE: amino acid 

116 (C) STRANDEDNESS: single 

117 (D) TOPOLOGY: linear 

119 (vii) IMMEDIATE SOURCE: 

120 (A) LIBRARY: COLNNOT05 
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(B) CLONE: 


775601 
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(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 2 
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(2) 


INFORMATION 


FOR 


SEQ ID NO: 3: 














158 




(i) 


i SEQUENCE CHARACTERISTICS: 














159 






(A) LENGTH: 191 amino acids 












160 






{By TYPE: 


amino acid 














161 






(C) STRANDEDNESS : 


single 














162 






(D) TOPOLOGY: linear 














164 




(viij 


i IMMEDIATE SOURCE: 
















165 






(A) LIBRARY: UCMCL5T01 
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(B) CLONE 


: 1528559 














168 




(xi; 


l SEQUENCE DESCRIPTION: SEQ ! 


ID NO: 3 
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200 (2) INFORMATION FOR SEQ ID NO: 4: 
2 02 (i) SEQUENCE CHARACTERISTICS: 

203 (A) LENGTH: 260 amino acids 

204 (B) TYPE: amino acid 

205 (C) STRANDEDNESS : single 

206 (D) TOPOLOGY: linear 

208 (vii) IMMEDIATE SOURCE: 

209 (A) LIBRARY: PROSTUT08 

210 (B) CLONE: 1651593 

212 (xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 : 

214 Met Asn lie Leu Ala Pro Val Arg Arg Asp Arg Val Leu Ala Glu 

215 5 10 15 

216 Leu Pro Gin Cys Leu Arg Lys Glu Ala Ala Leu His Gly His Lys 

217 20 25 30 

218 Asp Phe His Pro Arg Val Thr Cys Ala Cys Gin Glu His Arg Thr 

219 35 40 45 

220 Gly Thr Val Gly Arg Phe Lys lie Ser Lys Val He Val Val Gly 

221 50 55 60 

222 Asp Leu Ser Val Gly Lys Thr Cys Leu lie Asn Arg Phe Cys Lys 

223 65 70 ~ 75 

224 Asp Thr Phe Asp Lys Asn Tyr Lys Ala Thr He Gly Val Asp Phe 

225 80 85 90 
22 6 Glu Met Glu Arg Phe Glu Val Leu Gly lie Pro Phe Ser Leu Gin 

227 95 100 105 

228 Leu Trp Asp Thr Ala Gly Gin Glu Arg Phe Lys Cys He Ala Ser 

229 110 115 * 120 

230 Thr Tyr Tyr Arg Gly Ala Gin Ala He He He Val Phe Asn Leu 

231 125 130 135 

232 Asn Asp Val Ala Ser Leu Glu His Thr Lys Gin Trp Leu Ala Asp 

233 140 145 " 150 

234 Ala Leu Lys Glu Asn Asp Pro Ser Ser Val Leu Leu Phe Leu Val 

235 155 160 165 

236 Gly Ser Lys Lys Asp Leu Ser Thr Pro Ala Gin Tyr Ala Leu Met 
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(2) 


INFORMATION 


FOR 


SEQ 


ID NO: 5: 















2 56 (i) SEQUENCE CHARACTERISTICS: 

257 (A) LENGTH: 190 amino acids 

258 (B) TYPE: amino acid 

259 (C) STRANDEDNESS : single 
2 60 (D) TOPOLOGY: linear 

262 (vii) IMMEDIATE SOURCE: 

263 (A) LIBRARY: BLADNOT05 

264 (B) CLONE: 1673056 

266 (xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5 : 
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Lys 


Gly 


Trp 


He 


Arg 
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L:3 M:220 C: Keyword misspelled or invalid format, [(1) GENERAL INFORMATION: ] 

L:14 M:220 C: Keyword misspelled or invalid format, [(ii) TITLE OF INVENTION : ] 

L:33 M:220 C: Keyword misspelled or invalid format, [(A) APPLICATION NUMBER : ] 

L:34 M:220 C: Keyword misspelled or invalid format, [(B) FILING DATE:] 

L:37 M:220 C: Keyword misspelled or invalid format, [(vi) CURRENT APPLICATION DATA:] 

L:37 M:220 C: Keyword misspelled or invalid format, [(vi) CURRENT APPLICATION DATA:] 

L:38 M:220 C: Keyword misspelled or invalid format, [(A) APPLICATION NUMBER : ] 

L:39 M:220 C: Keyword misspelled or invalid format, [(B) FILING DATE:] 
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